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Abstract
Defecation is an ultradian rhythmic behavior in Caenorhabditis elegans. We investigated the involvement of sams family
genes in regulating the defecation motor program. We found that sams-1 mutants exhibited longer cycles than wild-type
animals. With aging, the sams-1 mutants also frequently skipped the expulsion (Exp) step of defecation behavior. The sams-1
knockdown is known to reduce phosphatidylcholine (PC) levels, which are reversed by choline supplementation. We
examined the effect of choline supplementation on defecation cycle times and Exp steps from adult days 1–4. Although
choline supplementation did not alter the longer defecation cycle times of sams-1 mutants, it restored the loss of the Exp step
in sams-1 mutants on adult days 3 and 4, suggesting a link between the regulation of the Exp step in sams-1 mutants and PC
production.
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Figure 1. Loss of function of sams-1 affects the defecation cycle time and Exp/pBoc ratio:
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(A) Average defecation cycle times (mean ± standard deviation (SD)) for wild-type and mutant worms carrying sams family
genes. The average defecation cycle time was determined by the time between pBoc steps. ns; the value is not significant.

(B) Average defecation cycle times (mean ± SD) for wild-type and sams-1 mutant worms in the absence or presence of 30 mM
choline. The average defecation cycle time was defined as the time between pBoc steps. The time to reach adulthood was
defined as “0 h.” Blue bars, representing defecation cycle time in N2 choline (-); yellow bars, representing N2 choline (+);
green bars, representing sams-1(ok3033) choline (-); and brown bars, representing sams-1(ok3033) choline (+). ns; the value is
not significant.

(C) The percentage of defecation behaviors with Exp steps (mean ± SD) for wild-type and sams-1 mutant worms in the
absence or presence of 30 mM choline. The time to reach adulthood was defined as “0 h.” Blue bars, representing defecation
cycle time in N2 choline (-); yellow bars, representing N2 choline (+); green bars, representing sams-1(ok3033) choline (-);
and brown bars, representing sams-1(ok3033) choline (+). ns; the value is not significant.

Description
Most animals exhibit rhythmic behaviors. In Caenorhabditis elegans, the defecation motor program (DMP) is a rhythmic
behavior that occurs approximately every 45 s in well-fed young adult hermaphrodites. It involves three distinct contractions:
a posterior body muscle contraction (pBoc), an anterior body muscle contraction (aBoc), and an enteric muscle contraction,
which lead to the expulsion (Exp) of gut contents. DMPs are modulated by various environmental factors, such as temperature,
food, and mechanical stimulation (Branicky and Hekimi, 2006; Liu and Thomas, 1994; Thomas, 1990). Several metabolic
pathways also affect defecation cycle times (Austin et al., 2010; Felkai, 1999; Kniazeva et al., 2003; Liu et al., 2012; Wong et
al., 1995). However, whether other metabolic pathways are involved in DMP regulation remains unclear.

S-adenosylmethionine (SAM) is synthesized from methionine, an essential amino acid, and adenosine triphosphate (ATP); the
reaction is catalyzed by methionine adenosyl transferase (MAT) in mammals and SAM synthetase (SAMS) in C. elegans.
SAM acts as a biological methyl donor, and the methyl portion of SAM is transferred to various substrates, such as proteins,
DNA, and RNA. SAM and methionine compose the methionine cycle, contributing to multiple biosynthetic pathways, such as
polyamine metabolism and transsulfuration (Parkhitko et al., 2019). Among the four sams family genes, SAMS-1 is a major
SAM synthetase (Cabreiro et al., 2013; Walker et al., 2011). The sams-1 loss-of-function or knockdown causes severe
phenotypes, such as low phosphatidylcholine (PC) levels, increased lifespan, accumulation of lipid droplets, small body size,
and lower number of eggs (Cabreiro et al., 2013; Ehmke et al., 2014; Hansen et al., 2005; Tamiya et al., 2013; Walker et al.,
2011)

In the present study, we aimed to understand whether sams family genes are involved in regulating the DMP. We analyzed the
defecation cycle time of adult day 2 of wild-type and four sams mutants: sams-1(ok3033), sams-3(tm4237), sams-4(tm4235),
and sams-5(gk147). We found that only sams-1(ok3033) exhibited significantly longer defecation cycle time than the wild-type
(Figure 1A； N2 vs sams-1(ok3033), p < 0.05).

We analyzed the defecation cycle time from adult days 1 to 4. On adult days 1 and 2, sams-1(ok3033) mutant exhibited longer
cycles than wild-type animals [Figure 1B; N2 choline (-) day 1 vs sams-1(ok3033) choline (-) day 1, p < 0.05; N2 choline (-)
day 2 vs sams-1(ok3033) choline (-) day 2, p < 0.05]. In wild-type, the defecation cycle times lengthened depending on the
number of survival days, which is consistent with previous findings [Figure 1B; N2 choline (-) day 1 vs day 2, not significant
(ns); day 1 vs day 3, p < 0.05; day 1 vs day 4, p < 0.05] (Bolanowski et al., 1981; Croll et al., 1977). The defecation cycle time
of sams-1(ok3033) did not change until after adult day 3. On adult day 4, it was longer than that on adult day 1 [Figure 1B;
sams-1(ok3033) choline (-) day 1 vs day 4, p < 0.05]. The delay in the aging-dependent cycle time change of sams-1(ok3033)
may result from the longevity phenotype of sams-1(ok3033) (Hansen et al., 2005). The differences between the wild-type and
the sams-1(ok3033) on adult day 4 were not statistically significant [Figure 1B; N2 choline (-) day 4 vs sams-1(ok3033)
choline (-) day 4, ns]. However, the Exp step was more frequently lost with aging in the sams-1 mutants [Figure 1C; N2
choline (-) day 3 vs sams-1 (ok3033) choline (-) day 3, p < 0.05; N2 choline (-) day 4 vs sams-1 (ok3033) choline (-) day 4, p <
0.05].

The knockdown of sams-1 reduces SAM levels and SAM-dependent methylation required for PC synthesis (Li et al., 2011;
Walker et al., 2011). Choline supplementation forces the Kennedy pathway to produce PC, restoring the PC synthesis-
dependent phenotype (Ding et al., 2015; Li et al., 2011; Palavalli et al., 2006; Walker et al., 2011). To determine whether
longer defecation cycle times and the loss of the Exp step in sams-1(ok3033) were PC-dependent, we examined the effects of
choline supplementation on DMP of sams-1(ok3033) from adult days 1 to 4. Choline supplementation did not affect the
defecation cycle time of the wild-type animals and sams-1(ok3033) on either day [Figure 1B; day 1 - day 4, N2 choline (-) vs.
N2 choline (+), ns; sams-1(ok3033) choline (-) vs. sams-1(ok3033) choline (+), ns]. However, the Exp/pBoc ratio of sams-
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1(ok3033) on adult days 3 and 4 was rescued under choline supplementation [Figure 1C; sams-1(ok3033) choline (-) day 3 vs
sams-1(ok3033) choline (+) day 3, p < 0.05; sams-1(ok3033) choline (-) day 4 vs sams-1(ok3033) choline (+) day 4, p < 0.05].
Therefore, these data indicate that the mechanisms whereby the loss of function of sams-1 decreases the Exp/pBoc ratio on
adult days 3 and 4 are linked to PC levels. These findings contribute to our understanding of the complex interplay between
the PC synthesis pathway and the regulation of DMP in C. elegans.

Methods
C. elegans strains and culture

The strains were maintained as described previously (Hirota and Matsuoka, 2021). The Bristol N2 strain was used as the wild-
type strain in this study. Bristol N2 was obtained from the Caenorhabditis Genetics Center. The bacterial strain used as a food
source for C. elegans was E. coli OP50. sams-1(ok3033) was outcrossed five times, and sams-3(tm4237), sams-4(tm4235), and
sams-5(gk147) were outcrossed three times with the N2. The outcrossed mutants were kindly provided by Professor Akiyoshi
Fukamizu (University of Tsukuba).

Analysis of the defecation motor program

For the defecation cycle time and the Exp/pBoc ratio analysis, wild-type N2 animals or sams mutants maintained on nematode
growth media (NGM) petri plates seeded with E. coli strain OP50 at 20°C were used. The defecation cycle times and the
Exp/pBoc ratios of wild-type and mutant strains on NGM plates seeded with E. coli strain OP50 were scored at 22°C–25°C.
For each strain, 7–17 worms were analyzed. One animal was placed on a 9 cm nematode growth medium (NGM) plate. After
an acclimation period of at least 10 min, the time interval between pBoc steps was calculated as the average time per 11
consecutive pBoc step. The pBoc steps were distinct and could be reliably assessed. For individuals that defecated less than 10
times in 20 min, the average time of defecation during that time was calculated and plotted. The Exp/pBoc ratio was calculated
from 10 defecation cycle periods. The defecation cycle scoring system developed by Drs. Masahiro Kuramochi and
Motomichi Doi (National Institute of Advanced Industrial Science and Technology) was kindly provided and used to record
the pBoc and expulsion times.

Choline supplementation

Choline chloride (product No. 67-48-1; Sigma-Aldrich, St. Louis, MO, USA) was added to the NGM before pouring onto the
plates. Synchronized L1 larvae were incubated on NGM plates corresponding to different experimental groups (i.e., control
and 30 mM choline chloride plates) until adulthood. Each day, one nematode was transferred to the NGM plate in the presence
or absence of 30 mM choline chloride for the assay, and the defecation cycle time was counted.

Statistical analysis

Results are presented as the mean ± standard deviation (SD). The statistical significance of the data presented in Figure 1 was
determined using one-way analysis of variance, followed by Tukey's test using GraphPad Prism software ver. 6. A p value <
0.05 was considered significant.

Reagents

Strain Genotype Available from

N2 wild type CGC

TKB458 sams-1(ok3033) X This study

TKB148 sams-3(tm4237) IV Tamiya et al. 2013

TKB150 sams-4(tm4235) IV Tamiya et al. 2013

TKB151 sams-5(gk147) IV Tamiya et al. 2013

 

3/19/2024 - Open Access

http://www.wormbase.org/db/get?name=WBGene00008205;class=Gene
http://www.wormbase.org/db/get?name=WBVar00094119;class=Variation
http://www.wormbase.org/db/get?name=WBGene00008205;class=Gene
http://www.wormbase.org/db/get?name=WBVar00094119;class=Variation
http://www.wormbase.org/db/get?name=WBGene00008205;class=Gene
http://www.wormbase.org/db/get?name=WBVar00094119;class=Variation
http://www.wormbase.org/db/get?name=WBGene00008205;class=Gene
http://www.wormbase.org/db/get?name=WBVar00094119;class=Variation
http://www.wormbase.org/db/get?name=WBGene00008205;class=Gene
http://www.wormbase.org/db/get?name=WBVar00094119;class=Variation
http://www.wormbase.org/db/get?name=WBGene00008205;class=Gene
http://www.wormbase.org/db/get?name=WBStrain00000001;class=Strain
http://www.wormbase.org/db/get?name=WBStrain00000001;class=Strain
http://www.wormbase.org/db/get?name=WBStrain00041969;class=Strain
http://www.wormbase.org/db/get?name=WBGene00008205;class=Gene
http://www.wormbase.org/db/get?name=WBVar00094119;class=Variation
http://www.wormbase.org/db/get?name=WBGene00015538;class=Gene
http://www.wormbase.org/db/get?name=WBVar00252754;class=Variation
http://www.wormbase.org/db/get?name=WBGene00015540;class=Gene
http://www.wormbase.org/db/get?name=WBVar00252752;class=Variation
http://www.wormbase.org/db/get?name=WBGene00006416;class=Gene
http://www.wormbase.org/db/get?name=WBVar00145554;class=Variation
http://www.wormbase.org/db/get?name=WBStrain00000001;class=Strain
http://www.wormbase.org/db/get?name=WBStrain00000001;class=Strain
http://www.wormbase.org/db/get?name=WBStrain00041969;class=Strain
http://www.wormbase.org/db/get?name=WBStrain00041969;class=Strain
http://www.wormbase.org/db/get?name=WBStrain00000001;class=Strain
https://wormbase.org/species/c_elegans/strain/WBStrain00057460
http://www.wormbase.org/db/get?name=WBGene00008205;class=Gene
http://www.wormbase.org/db/get?name=WBVar00094119;class=Variation
https://wormbase.org/species/c_elegans/strain/WBStrain00057463
http://www.wormbase.org/db/get?name=WBGene00015538;class=Gene
http://www.wormbase.org/db/get?name=WBVar00252754;class=Variation
https://wormbase.org/species/c_elegans/strain/WBStrain00057464
http://www.wormbase.org/db/get?name=WBGene00015540;class=Gene
http://www.wormbase.org/db/get?name=WBVar00252752;class=Variation
https://wormbase.org/species/c_elegans/strain/WBStrain00057465
http://www.wormbase.org/db/get?name=WBGene00006416;class=Gene
http://www.wormbase.org/db/get?name=WBVar00145554;class=Variation


 

Acknowledgements: We thank the National BioResource Project (NBRP, Japan) and the Caenorhabditis Genetics Center
(CGC, USA) for providing the strains, clinical laboratory technician K. Matsumura for his invaluable assistance, and the
members of Prof. Matsuoka’s laboratory for helpful discussions.

References
Austin MU, Liau WS, Balamurugan K, Ashokkumar B, Said HM, LaMunyon CW. 2010. Knockout of the folate transporter
folt-1 causes germline and somatic defects in C. elegans. BMC Dev Biol 10: 46. PubMed ID: 20441590

Bolanowski MA, Russell RL, Jacobson LA. 1981. Quantitative measures of aging in the nematode Caenorhabditis elegans. I.
Population and longitudinal studies of two behavioral parameters. Mech Ageing Dev 15(3): 279-95. PubMed ID: 7253717

Branicky R, Hekimi S. 2006. What keeps C. elegans regular: the genetics of defecation. Trends Genet 22(10): 571-9. PubMed
ID: 16911844

Cabreiro F, Au C, Leung KY, Vergara-Irigaray N, Cochemé HM, Noori T, et al., Gems D. 2013. Metformin retards aging in C.
elegans by altering microbial folate and methionine metabolism. Cell 153(1): 228-39. PubMed ID: 23540700

Croll NA, Smith JM, Zuckerman BM. 1977. The aging process of the nematode Caenorhabditis elegans in bacterial and axenic
culture. Exp Aging Res 3(3): 175-89. PubMed ID: 334555

Ding W, Smulan LJ, Hou NS, Taubert S, Watts JL, Walker AK. 2015. s-Adenosylmethionine Levels Govern Innate Immunity
through Distinct Methylation-Dependent Pathways. Cell Metab 22(4): 633-45. PubMed ID: 26321661

Ehmke M, Luthe K, Schnabel R, Döring F. 2014. S-Adenosyl methionine synthetase 1 limits fat storage in Caenorhabditis
elegans. Genes Nutr 9(2): 386. PubMed ID: 24510589

Felkai S, Ewbank JJ, Lemieux J, Labbé JC, Brown GG, Hekimi S. 1999. CLK-1 controls respiration, behavior and aging in the
nematode Caenorhabditis elegans. EMBO J 18(7): 1783-92. PubMed ID: 10202142

Hansen M, Hsu AL, Dillin A, Kenyon C. 2005. New genes tied to endocrine, metabolic, and dietary regulation of lifespan
from a Caenorhabditis elegans genomic RNAi screen. PLoS Genet 1(1): 119-28. PubMed ID: 16103914

Hirota K, Matsuoka M. 2021. N-acetylcysteine restores the cadmium toxicity of Caenorhabditis elegans. Biometals 34(5):
1207-1216. PubMed ID: 34146190

Kniazeva M, Sieber M, McCauley S, Zhang K, Watts JL, Han M. 2003. Suppression of the ELO-2 FA elongation activity
results in alterations of the fatty acid composition and multiple physiological defects, including abnormal ultradian rhythms, in
Caenorhabditis elegans. Genetics 163(1): 159-69. PubMed ID: 12586704

Li Y, Na K, Lee HJ, Lee EY, Paik YK. 2011. Contribution of sams-1 and pmt-1 to lipid homoeostasis in adult Caenorhabditis
elegans. J Biochem 149(5): 529-38. PubMed ID: 21389045

Liu DW, Thomas JH. 1994. Regulation of a periodic motor program in C. elegans. J Neurosci 14(4): 1953-62. PubMed ID:
8158250

Liu JL, Desjardins D, Branicky R, Agellon LB, Hekimi S. 2012. Mitochondrial oxidative stress alters a pathway in
Caenorhabditis elegans strongly resembling that of bile acid biosynthesis and secretion in vertebrates. PLoS Genet 8(3):
e1002553. PubMed ID: 22438816

Palavalli LH, Brendza KM, Haakenson W, Cahoon RE, McLaird M, Hicks LM, et al., Jez JM. 2006. Defining the role of
phosphomethylethanolamine N-methyltransferase from Caenorhabditis elegans in phosphocholine biosynthesis by
biochemical and kinetic analysis. Biochemistry 45(19): 6056-65. PubMed ID: 16681378

Parkhitko AA, Jouandin P, Mohr SE, Perrimon N. 2019. Methionine metabolism and methyltransferases in the regulation of
aging and lifespan extension across species. Aging Cell 18(6): e13034. PubMed ID: 31460700

Tamiya H, Hirota K, Takahashi Y, Daitoku H, Kaneko Y, Sakuta G, et al., Fukamizu A. 2013. Conserved SAMS function in
regulating egg-laying in C. elegans. J Recept Signal Transduct Res 33(1): 56-62. PubMed ID: 23316847

Thomas JH. 1990. Genetic analysis of defecation in Caenorhabditis elegans. Genetics 124(4): 855-72. PubMed ID: 2323555

Walker AK, Jacobs RL, Watts JL, Rottiers V, Jiang K, Finnegan DM, et al., Näär AM. 2011. A conserved SREBP-
1/phosphatidylcholine feedback circuit regulates lipogenesis in metazoans. Cell 147(4): 840-52. PubMed ID: 22035958

Wong A, Boutis P, Hekimi S. 1995. Mutations in the clk-1 gene of Caenorhabditis elegans affect developmental and
behavioral timing. Genetics 139(3): 1247-59. PubMed ID: 7768437

 

3/19/2024 - Open Access

https://www.ncbi.nlm.nih.gov/pubmed/20441590
https://www.ncbi.nlm.nih.gov/pubmed/7253717
https://www.ncbi.nlm.nih.gov/pubmed/16911844
https://www.ncbi.nlm.nih.gov/pubmed/23540700
https://www.ncbi.nlm.nih.gov/pubmed/334555
https://www.ncbi.nlm.nih.gov/pubmed/26321661
https://www.ncbi.nlm.nih.gov/pubmed/24510589
https://www.ncbi.nlm.nih.gov/pubmed/10202142
https://www.ncbi.nlm.nih.gov/pubmed/16103914
https://www.ncbi.nlm.nih.gov/pubmed/34146190
https://www.ncbi.nlm.nih.gov/pubmed/12586704
https://www.ncbi.nlm.nih.gov/pubmed/21389045
https://www.ncbi.nlm.nih.gov/pubmed/8158250
https://www.ncbi.nlm.nih.gov/pubmed/22438816
https://www.ncbi.nlm.nih.gov/pubmed/16681378
https://www.ncbi.nlm.nih.gov/pubmed/31460700
https://www.ncbi.nlm.nih.gov/pubmed/23316847
https://www.ncbi.nlm.nih.gov/pubmed/2323555
https://www.ncbi.nlm.nih.gov/pubmed/22035958
https://www.ncbi.nlm.nih.gov/pubmed/7768437


 

Funding: This work was supported by JSPS KAKENHI Grants-in-Aid for Scientific Research (C) (20K05964 to K.H.) and a
SATAKE TAKAKO Research Fellowship Grant (to K. H.).  

Author Contributions: Keiko Hirota: conceptualization, funding acquisition, investigation, project administration, writing -
original draft. Masato Matsuoka: writing - review editing.

Reviewed By: Anonymous

Nomenclature Validated By: Anonymous

WormBase Paper ID: WBPaper00066538

History: Received December 19, 2023 Revision Received February 20, 2024 Accepted March 6, 2024 Published Online
March 19, 2024 Indexed April 2, 2024

Copyright: © 2024 by the authors. This is an open-access article distributed under the terms of the Creative Commons
Attribution 4.0 International (CC BY 4.0) License, which permits unrestricted use, distribution, and reproduction in any
medium, provided the original author and source are credited.

Citation: Hirota, K; Matsuoka, M (2024). SAMS-1 is required for the normal defecation motor program in Caenorhabditis
elegans. microPublication Biology. 10.17912/micropub.biology.001101

 

3/19/2024 - Open Access

https://doi.org/10.17912/micropub.biology.001101

